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Abstract: The urgency to address antibiotic resistance is compounded by the scarcity of new antibiotics in 

the pipeline. Natural products, particularly those from understudied plant families like Annonaceae, offer a 

promising solution Phytochemicals from Annonaceae 

antibacterial activities, targeting various bacterial strains and mechanisms. This review synthesizes existing 

knowledge on the antibacterial properties of
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The urgency to address antibiotic resistance is compounded by the scarcity of new antibiotics in 

the pipeline. Natural products, particularly those from understudied plant families like Annonaceae, offer a 

promising solution Phytochemicals from Annonaceae plants have demonstrated a broad spectrum of 

antibacterial activities, targeting various bacterial strains and mechanisms. This review synthesizes existing 

knowledge on the antibacterial properties of Annonaceae plants.  
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